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<210> 1 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (282) 

<400> 1 

atg aag ate tec gtg get gca att ccc ttc ttc etc etc ate ace ate 48 



1 



Met Lys lie Ser Val Ala Ala He Pro Phe Phe Leu Leu He Thr He 
15 10 15 

gcc eta ggg acc aag act gaa tec tec tea egg gga cct tac cac cec 96 
Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

tea gag tgc tgc ttc acc tac act acc tac aag ate ccg cgt eag egg 144 
Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys He Pro Arg Gin Arg 
35 40 45 

att atg gat tac tat gag acc aac age cag tgc tec aag ecc gga att 192 
He Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly He 
50 55 60 

gte tte ate ace aaa agg gge cat tee gte tgt ace aac ece agt gae 240 
Val Phe He Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 

aag tgg gte cag gae tat ate aag gae atg aag gag aac tga 2 82 

Lys Trp Val Gin Asp Tyr He Lys Asp Met Lys Glu Asn 
85 90 



<210> 2 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys He Ser Val Ala Ala He Pro Phe Phe Leu Leu He Thr He 
15 10 15 



Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 



Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys He Pro Arg Gin Arg 
35 40 45 



He Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly He 
50 55 60 



Val Phe He Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 



Lys Trp Val Gin Asp Tyr He Lys Asp Met Lys Glu Asn 
85 90 



<210> 3 

<211> 363 

<212> DNA 

<213> Homo sapiens 



2 



<220> 

<221> CDS 

<222> (1) . . (363) 

<400> 3 

atg aag gtc tec gtg get gee ete tec tgc etc atg ett gtt act gee 48 

Met Lys Val Ser Val Ala Ala Leu Ser Cys Leu Met Leu Val Thr Ala 

15 10 15 

ctt gga tec cag gcc egg gtc aca aaa gat gea gag aca gag tte atg 96 
Leu Gly Ser Gin Ala Arg Val Thr Lys Asp Ala Glu Thr Glu Phe Met 
20 25 30 

atg tea aag ctt cca ttg gaa aat cca gta ctt ctg gac aga tte cat 144 
Met Ser Lys Leu Pro Leu Glu Asn Pro Val Leu Leu Asp Arg Phe His 
35 40 45 

get act agt get gae tgc tgc ate tec tac ace cca cga age ate eeg 192 
Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr Thr Pro Arg Ser lie Pro 
50 55 60 

tgt tea ete ctg gag agt tac ttt gaa aeg aac age gag tgc tec aag 240 
Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys 
65 70 75 80 

ccg ggt gtc ate tte etc acc aag aag ggg cga cgt tte tgt gcc aac 2 88 

Pro Gly Val lie Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn 
85 90 95 

ecc agt gat aag caa gtt cag gtt tgc atg aga atg ctg aag ctg gae 336 
Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg Met Leu Lys Leu Asp 
100 105 110 

aca egg ate aag ace agg aag aat tga 363 
Thr Arg lie Lys Thr Arg Lys Asn 
115 120 



<210> 4 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Lys Val Ser Val Ala Ala Leu Ser Cys Leu Met Leu Val Thr Ala 
15 10 15 



Leu Gly Ser Gin Ala Arg Val Thr Lys Asp Ala Glu Thr Glu Phe Met 
20 25 30 



Met Ser Lys Leu Pro Leu Glu Asn Pro Val Leu Leu Asp Arg Phe His 
35 40 45 



Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr Thr Pro Arg Ser lie Pro 
50 55 60 



3 



Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys 
65 70 75 80 



Pro Gly Val lie Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn 
85 90 95 



Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg Met Leu Lys Leu Asp 
100 105 110 



Thr Arg He Lys Thr Arg Lys Asn 
115 120 



<210> 5 

<211> 270 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (270) 

<400> 5 

atg aag ggc ctt gca get gcc etc ett gte ete gtc tge acc atg gcc 48 
Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
1 5 10 15 

etc tgc tec tgt gca caa gtt ggt acc aac aaa gag etc tge tgc etc 96 
Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 

20 25 30 

gtc tat acc tee tgg eag att eea caa aag tte ata gtt gae tat tet 144 
Val Tyr Thr Ser Trp Gin He Pro Gin Lys Phe He Val Asp Tyr Ser 
35 40 45 

gaa ace age eee eag tgc ccc aag eea ggt gte ate etc eta acc aag 192 
Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val He Leu Leu Thr Lys 
50 55 60 

aga ggc egg cag ate tgt get gac ccc aat aag aag tgg gtc eag aaa 24 0 

Arg Gly Arg Gin He Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

tac ate age gac ctg aag ctg aat gcc tga 2 70 

Tyr He Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 6 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 6 



4 



Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 



Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 



Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 



Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val lie Leu Leu Thr Lys 
50 55 60 



Arg Gly Arg Gin lie Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 



Tyr lie Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 7 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Arg Val Thr Lys Asp Ala Glu Thr Glu Phe Met Met Ser Lys Leu 
15 10 15 



Pro Leu Glu Asn Pro Val Leu Leu Asp Arg Phe His Ala Thr Ser Ala 
20 25 30 



Asp Cys Cys He Ser Tyr Thr Pro Arg Ser He Pro Cys Ser Leu Leu 
35 40 45 



Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys Pro Gly Val He 
50 55 60 



Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys 
65 70 75 80 



Gin Val Gin Val Cys Met Arg Met Leu Lys Leu Asp Thr Arg He Lys 
85 90 95 



Thr Arg Lys Asn 
100 



5 



<210> 8 

<211> 76 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Arg Phe His Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr Thr Pro 
15 10 15 



Arg Ser lie Pro Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn Ser 
20 25 30 



Glu Cys Ser Lys Pro Gly Val lie Phe Leu Thr Lys Lys Gly Arg Arg 
35 40 45 



Phe Cys Ala Asn Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg Met 
50 55 60 



Leu Lys Leu Asp Thr Arg lie Lys Thr Arg Lys Asn 
65 70 75 



<210> 9 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 9 

His Ala Ala Gly Phe His Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr 
15 10 15 



Thr Pro Arg Ser lie Pro Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr 
20 25 30 



Asn Ser Glu Cys Ser Lys Pro Gly Val lie Phe Leu Thr Lys Lys Gly 
35 40 45 



Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys Gin Val Gin Val Cys Met 
50 55 60 



Arg Met Leu Lys Leu Asp Thr Arg lie Lys Thr Arg Lys Asn 
65 70 75 



<210> 10 

<211> 599 

<212> DNA 

<213> Homo sapiens 



6 



<220> 

<221> CDS 

<222> (35) . . (448) 

<400> 10 

gtcctccggc cagccctgcc tgcccaccag gagg atg aag gtc tec gtg get gcc 55 

Met Lys Val Ser Val Ala Ala 
1 5 

etc tec tgc etc atg ctt gtt act gee ctt gge tec cag gee egg gtc 103 
Leu Ser Cys Leu Met Leu Val Thr Ala Leu Gly Ser Gin Ala Arg Val 
10 15 20 

aca aaa gat gea gag aea gag ttg aeg atg tea aag ctt cea ttg gaa 151 
Thr Lys Asp Ala Glu Thr Glu Leu Thr Met Ser Lys Leu Pro Leu Glu 
25 30 35 

aat cea gta ctt ctg gac atg etc tgg agg aga aag att ggt eet cag 199 
Asn Pro Val Leu Leu Asp Met Leu Trp Arg Arg Lys lie Gly Pro Gin 
40 45 50 55 

atg acc ctt tct cat gcc gea gga ttc cat get act agt get gac tgc 24 7 

Met Thr Leu Ser His Ala Ala Gly Phe His Ala Thr Ser Ala Asp Cys 
60 65 70 

tgc atg tec tac ace cea ega age ate eeg tgt tea etc ctg gag agt 295 
Cys Met Ser Tyr Thr Pro Arg Ser lie Pro Cys Ser Leu Leu Glu Ser 
75 80 85 

tac ttt gaa acg aac age gag tgc tee aag eeg ggt gtc ate ttc etc 343 
Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys Pro Gly Val lie Phe Leu 
90 95 100 

acc aag aag ggg cga cgt ttc tgt gcc aac ccc agt gat aag caa gtt 391 
Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys Gin Val 
105 110 115 

cag gtt tgc atg aga atg ctg aag ctg gac aca egg ate aag acc agg 439 
Gin Val Cys Met Arg Met Leu Lys Leu Asp Thr Arg lie Lys Thr Arg 
120 125 130 135 

aag aat tga acttgtcaag gtgaagggga cacaagttgc cagccaccaa 4 88 
Lys Asn 

ctttcttgcc tcaactaact tcctgaattc tttttttaag aagcatttat tcttgtgttc 548 

tggatttaga geaattcatc ttttctcace tttaaaaaaa aaaaaaaaaa a 599 

<210> 11 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Lys Val Ser Val Ala Ala Leu Ser Cys Leu Met Leu Val Thr Ala 
15 10 15 



7 



Leu Gly Ser Gin Ala Arg Val Thr Lys Asp Ala Glu Thr Glu Leu Thr 
20 25 30 



Met Ser Lys Leu Pro Leu Glu Asn Pro Val Leu Leu Asp Met Leu Trp 
35 40 45 



Arg Arg Lys lie Gly Pro Gin Met Thr Leu Ser His Ala Ala Gly Phe 
50 55 60 



His Ala Thr Ser Ala Asp Cys Cys Met Ser Tyr Thr Pro Arg Ser lie 
65 70 75 80 



Pro Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser 
85 90 95 



Lys Pro Gly Val lie Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala 
100 105 110 



Asn Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg Met Leu Lys Leu 
115 120 125 



Asp Thr Arg lie Lys Thr Arg Lys Asn 
130 135 



<210> 


12 


<211> 


26 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Primer 


<400> 


12 


tcaggatccg tcacaaaaga tgcaga 


<210> 


13 


<211> 


26 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Primer 


<400> 


13 


cgctctagag taaaacgacg gccagt 


<210> 


14 


<211> 


27 


<212> 


DNA 



26 



26 



8 



<213> 



Artificial sequence 



<220> 

<223> Primer 
<400> 14 

cccgcatgcg ggtcacaaaa gatgcag 27 



<210> 15 

<211> 27 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 



<400> 15 

aaaggatcct caattcttcc tggtctt 27 



<210> 16 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 



<400> 16 

acatgcatgc guguuaccaa agacgcugaa accgaauuca ugaugucc 4 8 



<210> 17 

<211> 36 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 



<400> 17 

gccgaagctt tcagttttta cgggttttga tacggg 36 



<210> 18 
<211> 88 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligo 
<400> 18 

gcatgcgugu uaccaaagac gcugaaaccg aauucaugau guccaaacug ccgcuggaaa 60 
acccgguucu gcuggaccgu uuccacgc 88 



<210> 19 



9 



<211> 104 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligo 
<400> 19 

gcuggaaucc uacuucgaaa ccaacuccga augcuccaaa ccggguguua ucuuccugac 60 
caaaaaaggu cgucguuucu gcgcuaaccc guccgacaaa cagg 104 

<210> 20 
<211> 89 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligo 
<400> 20 

aagctttcag tttttacggg tgggcagacg ggtgtccagt ttcagcatac gcatacaaac 60 
ctgaacctgt ttgtcggacg gcttagcgc 89 

<210> 21 
<211> 94 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligo 
<400> 21 

ggtttcgaag taggattcca gcagggagca cgggatggaa cgcggggtgt aggagatgca 60 
gcagtcagcg gaggtagcgt ggaaacggtc cage 94 

<210> 22 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 22 

gcgcagccat ggaaaacccg gttctgctgg ac 32 

<210> 23 — 

<211> 83 

<212> PRT 

<213> Homo sapiens 

<400> 23 



10 



Met Glu Asn Pro Val Leu Leu Asp Arg Phe His Ala Thr Ser Ala Asp 
15 10 15 



Cys Cys lie Ser Tyr Thr Pro Arg Ser lie Pro Cys Ser Leu Leu Glu 
20 25 30 



Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys Pro Gly Val lie Phe 
35 40 45 



Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys Gin 
50 55 60 



Val Gin Val Cys Met Arg Met Leu Lys Leu Asp Thr Arg lie Lys Thr 
65 70 75 80 



Arg Lys Asn 



<210> 


24 


<211> 


35 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Primer 


<400> 


24 



gccatggcat gctggaaaac ccggttctgc tggac 



<210> 25 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Met Leu Glu Asn Pro Val Leu Leu Asp Arg Phe His Ala Thr Ser Ala 
15 10 15 



Asp Cys Cys lie Ser Tyr Thr Pro Arg Ser lie Pro Cys Ser Leu Leu 
20 25 30 



Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys Pro Gly Val lie 
35 40 45 



Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys 
50 55 60 



Gin Val Gin Val Cys Met Arg Met Leu Lys Leu Asp Thr Arg lie Lys 

11 



65 70 75 80 



Thr Arg Lys Asn 



<210> 26 

<211> 32 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 
<400> 26 

gcgcagccat ggaccgtttc cacgctacct cc 



<210> 27 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Asp Arg Phe His Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr Thr 
1.5 10 15 



Pro Arg Ser lie Pro Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn 
20 25 30 



Ser Glu Cys Ser Lys Pro Gly Val lie Phe Leu Thr Lys Lys Gly Arg 
35 40 45 



Arg Phe Cys Ala Asn Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg 
50 55 60 



Met Leu Lys Leu Asp Thr Arg lie Lys Thr Arg Lys Asn 

75 



65 




70 


<210> 


28 




<211> 


29 




<212> 


DNA 




<213> 


Artificial 


sequence 


<220> 






<223> 


Primer 





<400> 28 

gccatggcat gcgtttccac gctacctcc 



<210> 29 
<211> 32 



12 



<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 
<400> 29 

gcgcagccat ggctacctcc gctgactgct gc ^ 32 

<210> 30 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr Thr Pro Arg Ser lie 
15 10 15 



Pro Cys -Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser 
20 25 30 

Lys Pro Gly Val lie Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala 
35 40 45 



Asn Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg Met Leu Lys Leu 
50 55 60 



Asp Thr Arg lie Lys Thr Arg Lys Asn 
65 70 



<210> 31 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 31 

ttcgaagtag gcttccagca g 21 

<210> 32 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 32 

ctgctggaag cctacttcga a 21 



13 



<210> 


33 


<211> 


35 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Primer 


<400> 


33 



gccatggcat gcgtgttacc aaagacgctg aaacc 



<210> 34 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Arg Val Thr Lys Asp Ala Glu Thr Glu Phe Met Met Ser Lys Leu 
15 10 15 



Pro Leu Glu Asn Pro Val Leu Leu Asp Arg Phe His Ala Thr Ser Ala 
20 25 30 



Asp Cys Cys lie Ser Tyr Thr Pro Arg Ser lie Pro Cys Ser Leu Leu 
35 40 45 



Glu Ala Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys Pro Gly Val lie 
50 55 60 



Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys 
65 70 75 80 



Gin Val Gin Val Cys Met Arg Met Leu Lys Leu Asp Thr Arg lie Lys 
85 90 95 



Thr Arg Lys Asn 
100 



<210> 35 

<211> 36 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 35 

gcccaagctt tcagttttta cgggttttga tacggg 



14 



<210> 36 

<211> 27 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 36 

tcaggatcct gtgcacaagt tggtacc 



<210> 37 

<211> 27 

<212> DNA 

<213> Artificial secjuence 

<220> 

<223> Primer 

<400> 37 

aaaaagcttt caggcattca gcttcag 



<210> 38 

<211> 26 

<212> DNA 

<213> Artificial sequence 

<220> 

<22 3> Primer 

<400> 38 

aaaccatggc acaagttggt accaac 



<210> 39 

<211> 30 

<212> DNA 

<213> Artificial sequence 

<220> 

<22 3> Primer 

<400> 39 

gcccgcggat cctcctcacg gggaccttac 



<210> 40 

<211> 32 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 



<400> 40 

gcctgctcta gatcaaagca gggaagctcc ag 



<211> 27 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 41 

aaatcatgac caagactgaa tcctcct 



<210> 42 

<211> 27 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 42 

aaaaagcttt cagttctcct tcatgtc 



<210> 43 

<211> 27 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 43 

ggaaagctta tgaaggtctc cgtggct 



<210> 44 

<211> 59 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 44 

cgctctagat caagcgtagt ctgggacgtc gtatgggtaa ttcttcctgg tcttgatcc 



<210> 45 

<211> 33 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 
<400> 45 

aaaggatccg ccaccatgaa ggtctccgtg gtc 



16 



<210> 46 

<211> 27 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 46 

aaaggatcct caattcttcc aggtctt 27 

<210> 47 

<211> 30 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 47 

ggaaagctta tgaagggcct tgcagctgcc 30 

<210> 48 

<211> 57 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 48 

cgctctagat caabcgtagt ctgggacgtc gtatgggtag gcattcagct tcaggtc 57 

<210> 49 

<211> 33 L- 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 49 

aaaggatccg ccaccatgaa gggccttgca age 33 

<210> 50 

<211> 27 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 50 

aaaggatcct caggcattca gcttcag 27 



17 



<210> 51 

<211> 28 

<212> DNA 

<213> Artificial sequence 

<220> ^ 

<223> Primer 

<400> 51 

ggaaagctta tgaagattcc gtggctgc 28 

<210> 52 

<211> 58 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 52 

cgctctagat caagcgtagt ctgggacgtc gtatgggtag ttctccttca tgtccttg 58 

<210> 53 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 53 

aaaggatccg ccaccatgaa gatctccgtg get 33 

<210> 54 

<211> 30 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 54 

aaaggatcct cagttctcct tcatgtcctt 30 

<210> 55 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Gin Val Ser Thr Ala Ala Leu Ala Val Leu Leu Cys Thr Met Ala 
15 10 15 



Leu Cys Asn Gin Phe Ser Ala Ser Leu Ala Ala Asp Thr Pro Thr Ala 

18 



20 



25 



30 



Cys Cys Phe Ser Tyr Thr Ser Arg Gin lie Pro Gin Asn Phe lie Ala 
35 40 45 

Asp Tyr Phe Glu Thr Ser Ser Gin Cys Ser Lys Pro Gly Val lie Phe 
50 55 60 

Leu Thr Lys Arg Ser Arg Gin Val Cys Ala Asp Pro Ser Glu Glu Trp 
65 70 75 80 

Val Gin Lys Tyr Val Ser Asp Leu Glu Leu Ser Ala 
85 90 

<210> 56 

<211> 4208 

<212> DNA 

<213> Homo sapiens 



<400> 56 



aagcttaaaa 


aactgcaaaa 


aatagtttga 


cttgtgagcg 


gataacaatt 


aagatgtacc 


60 


caattgtgag 


cggataacaa 


tttcacacat 


taaagaggag 


aaattacata 


tggaccgttt 


120 


ccacgctacc 


tccgctgact 


gctgcatctc 


ctacaccccg 


cgttccatcc 


cgtgctcgct 


180 


gctggaatcc 


tacttcgaaa 


ccaactccga 


atgctccaaa 


ccgggtgtta 


tcttcctgac 


240 


caaaaaaggt 


cgtcgtttct 


gcgctaaccc 


gtccgacaaa 


caggttcagg 


tttgtatgcg 


300 


tatgctgaaa 


ctggacaccc 


gtatcaaaac 


ccgtaaaaac 


tgataaggta 


cctaagtgag 


360 


tagggcgtcc 


gatcgacgga 


cgcctttttt 


ttgaattcgt 


aatcatggtc 


atagctgttt 


420 


cctgtgtgaa 


attgttatcc 


gctcacaatt 


ccacacaaca 


tacgagccgg 


aagcataaag 


480 


tgtaaagcct 


ggggtgccta 


atgagtgagc 


taactcacat 


taattgcgtt 


gcgctcactg 


540 


cccgctttcc 


agtcgggaaa 


cctgtcgtgc 


cagctgcatt 


aatgaatcgg 


ccaacgcgcg 


600 


gggagaggcg 


gtttgcgtat 


tgggcgctct 


tccgcttcct 


cgctcactga 


ctcgctgcgc 


660 


tcggtcgttc 


ggctgcggcg 


agcggtatca 


gctcactcaa 


aggcggtaat 


acggttatcc 


720 


acagaatcag 


gggataacgc 


aggaaagaac 


atgtgagcaa 


aaggccagca 


aaaggccagg 


780 


aaccgtaaaa 


aggccgcgtt 


gctggcgttt 


ttccataggc 


tccgcccccc 


tgacgagcat 


840 


cacaaaaatc 


gacgctcaag 


tcagaggtgg 


cgaaacccga 


caggactata 


aagataccag 


900 


gcgtttcccc 


ctggaagctc 


cctcgtgcgc 


tctcctgttc 


cgaccctgcc 


gcttaccgga 


960 


tacctgtccg 


cctttctccc 


ttcgggaagc 


gtggcgcttt 


ctcatagctc 


acgctgtagg 


1020 


tatctcagtt 


csgtgtaggt 


cgttcgctcc 


aagctgggct 


gtgtgcacga 


accccccgtt 


1080 
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cagcccgacc 


gctgcgcctt 


atccggtaac 


tatcgtcttg 


agtccaaccc 


ggtaagacac 


1140 


gacttatcgc 


cactggcagc 


agccactggt 


aacaggatta 


gcagagcgag 


gtatgtaggc 


1200 


ggtgctacag 


agttcttgaa 


gtggtggcct 


aactacggct 


acactagaag 


aacagtattt 


1260 


ggtatctgcg 


ctctgctgaa 


gccagttacc 


ttcggaaaaa 


gagttggtag 


ctcttgatcc 


1320 


ggcaaacaaa 


ccaccgctgg 


tagcggtggt 


ttttttgttt 


gcaagcagca 


gattacgcgc 


1380 


agaaaaaaag 


gatctcaaga 


agatcctttg 


atcttttcta 


cggggtctga 


cgctcagtgg 


1440 


aacgaaaact 


cacgttaagg 


gattttggtc 


atgagattat 


cgtcgacaat 


tcgcgcgcga 


1500 


aggcgaagcg 


gcatgcattt 


acgttgacac 


catcgaatgg 


tgcaaaacct 


ttcgcggtat 


1560 


ggcatgatag 


cgcccggaag 


agagtcaatt 


cagggtggtg 


aatgtgaaac 


cagtaacgtt 


1620 


atacgatgtc 


gcagagtatg 


ccggtgtctc 


ttatcagacc 


gtttcccgcg 


tggtgaacca 


1680 


ggccagccac 


gtttctgcga 


aaacgcggga 


aaaagtggaa 


gcggcgatgg 


cggagctgaa 


1740 


ttacattccc 


aaccgcgtgg 


cacaacaact 


ggcgggcaaa 


cagtcgttgc 


tgattggcgt 


1800 


tgccacctcc 


agtctggccc 


tgcacgcgcc 


gtcgcaaatt 


gtcgcggcga 


ttaaatctcg 


1860 


cgccgatcaa 


ctgggtgcca 


gcgtggtggt 


gtcgatggta 


gaacgaagcg 


gcgtcgaagc 


1920 


ctgtaaagcg 


gcggtgcaca 


atcttctcgc 


gcaacgcgtc 


agtgggctga 


tcattaacta 


1980 


tccgctggat 


gaccaggatg 


ccattgctgt 


ggaagctgcc 


tgcactaatg 


ttccggcgtt 


2040 


atttcttgat 


gtctctgacc 


agacacccat 


caacagtatt 


attttctccc 


atgaagacgg 


2100 


tacgcgactg 


ggcgtggagc 


atctggtcgc 


attgggtcac 


cagcaaatcg 


cgctgttagc 


2160 


gggcccatta 


agttctgtct 


cggcgcgtct 


gcgtctggct 


ggctggcata 


aatatctcac 


2220 


tcgcaatcaa 


attcagccga 


tagcggaacg 


ggaaggcgac 


tggagtgcca 


tgtccggttt 


2280 


tcaacaaacc 


atgcaaatgc 


tgaatgaggg 


catcgttccc 


actgcgatgc 


tggttgccaa 


2340 


cgatcagatg 


gcgctgggcg 


caatgcgcgc 


cattaccgag 


tccgggctgc 


gcgttggtgc 


2400 


ggatatctcg 


gtagtgggat 


acgacgatac 


cgaagacagc 


tcatgttata 


tcccgccgtt 


2460 


aaccaccatc 


aaacaggatt 


ttcgcctgct 


ggggcaaacc 


agcgtggacc 


gcttgctgca 


2520 


actctctcag 


ggccaggcgg 


tgaagggcaa 


tcagctgttg 


cccgtctcac 


tggtgaaaag 


2580 


aaaaaccacc 


ctggcgccca 


atacgcaaac 


cgcctctccc 


cgcgcgttgg 


ccgattcatt 


2640 


aatgcagctg 


gcacgacagg 


tttcccgact 


ggaaagcggg 


cagtgagcgc 


aacgcaatta 


2700 


atgtaagtta 


gcgcgaattg 


tcgaccaaag 


cggccatcgt 


gcctccccac 


tcctgcagtt 


2760 


cgggggcatg 


gatgcgcgga 


tagccgctgc 


tggtttcctg 


gatgccgacg 


gatttgcact 


2820 


gccggtagaa 


ctccgcgagg 


tcgtccagcc 


tcaggcagca 


gctgaaccaa 


ctcgcgaggg 


2880 
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gatcgagccc 


ggggtgggcg 


aagaactcca 


gcatgagatc 


cccgcgctgg 


aggatcatcc 


2940 


agccggcgtc 


ccggaaaacg 


attccgaagc 


ccaacctttc 


atagaaggcg 


gcggtggaat 


3000 


cgaaatctcg 


tgatggcagg 


ttgggcgtcg 


cttggtcggt 


catttcgaac 


cccagagtcc 


3060 


cgctcagaag 


aactcgtcaa 


gaaggcgata 


gaaggcgatg 


cgctgcgaat 


cgggagcggc 


3120 


gataccgtaa 


agcacgagga 


agcggtcagc 


ccattcgccg 


ccaagctctt 


cagcaatatc 


3180 


acgggtagcc 


aacgctatgt 


cctgatagcg 


gtccgccaca 


cccagccggc 


cacagtcgat 


3240 


gaatccagaa 


aagcggccat 


tttccaccat 


gatattcggc 


aagcaggcat 


cgccatgggt 


3300 


cacgacgaga 


tcctcgccgt 


cgggcatgcg 


cgccttgagc 


ctggcgaaca 


gttcggctgg 


3360 


cgcgagcccc 


tgatgctctt 


cgtccagatc 


atcctgatcg 


acaagaccgg 


cttccatccg 


3420 


agtacgtgct 


cgctcgatgc 


gatgtttcgc 


ttggtggtcg 


aatgggcagg 


tagccggatc 


3480 


aagcgtatgc 


agccgccgca 


ttgcatcagc 


catgatggat 


actttctcgg 


caggagcaag 


3540 


gtgagatgac 


aggagatcct 


gccccggcac 


ttcgcccaat 


agcagccagt 


cccttcccgc 


3600 


ttcagtgaca 


acgtcgagca 


cagctgcgca 


aggaacgccc 


gtcgtggcca 


gccacgatag 


3660 


ccgcgctgcc 


tcgtcctgca 


gttcattcag 


ggcaccggac 


aggtcggtct 


tgacaaaaag 


3720 


aaccgggcgc 


ccctgcgctg 


acagccggaa 


cacggcggca 


tcagagcagc 


cgattgtctg 


3780 


ttgtgcccag 


tcatagccga 


atagcctctc 


cacccaagcg 


gccggagaac 


ctgcgtgcaa 


3840 


tccatcttgt 


tcaatcatgc 


gaaacgatcc 


tcatcctgtc 


tcttgatcag 


atcttgatcc 


3900 


cctgcgccat 


cagatccttg 


gcggcaagaa 


agccatccag 


tttactttgc 


agggcttccc 


3960 


aaccttacca 


gagggcgccc 


cagctggcaa 


ttccggttcg 


cttgctgtcc 


ataaaaccgc 


4020 


ccagtctagc 


tatcgccatg 


taagcccact 


gcaagctacc 


tgctttctct 


ttgcgcttgc 


4080 


gttttccctt 


gtccagatag 


cccagtagct 


gacattcatc 


cggggtcagc 


accgtttctg 


4140 


cggactggct 


ttctacgtgt 


tccgcttcct 


ttagcagccc 


ttgcgccctg 


agtgcttgcg 


4200 


gcagcgtg 












4208 


<210> 57 

<211> 112 

<212> DNA 

<213> Homo sapiens 












<400> 57 
aagcttaaaa 


aactgcaaaa 


aatagtttga 


cttgtgagcg 


gataacaatt 


aagatgtacc 


60 


caattgtgag 


cggataacaa 


tttcacacat 


taaagaggag 


aaattacata 


tg 


112 



<210> 58 



<211> 74 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Met His Ala Thr Ser Ala Asp Cys Cys lie Ser Tyr Thr Pro Arg Ser 
15 10 15 



lie Pro Cys Ser Leu Leu Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys 
20 25 30 



Ser Lys Pro Gly Val ,Ile Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys 
35 40 45 



Ala Asn Pro Ser Asp Lys Gin Val Gin Val Cys Met Arg Met Leu Lys 
50 55 60 



Leu Asp Thr Arg lie Lys Thr Arg Lys Asn 

70 



65 




<210> 


59 


<211> 


79 


<212> 


PRT 


<213> 


Homo 


<400> 


59 


Met His 


3 Ala 


1 





10 15 



Tyr Thr Pro Arg Ser lie Pro Cys Ser Leu Leu Glu Ser Tyr Phe Glu 
20 25 30 



Thr Asn Ser Glu Cys Ser Lys Pro Gly Val lie Phe Leu Thr Lys Lys 
35 40 45 



Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp Lys Gin Val Gin Val Cys 
50 55 60 



Met Arg Met Leu Lys Leu Asp Thr Arg lie Lys Thr Arg Lys Asn 

70 75 



65 




<210> 


60 


<211> 


85 


<212> 


PRT 


<213> 


Homo 


<400> 


60 
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Met Pro Gin Met Thr Leu Ser His Ala Ala Gly Phe His Ala Thr Ser 
15 10 15 



Ala Asp Cys Cys Met Ser Tyr Thr Pro Arg Ser lie Pro Cys Ser Leu 
20 25 30 



Leu Glu Ser Tyr Phe Glu Thr Asn Ser Glu Cys Ser Lys Pro Gly Val 
35 40 45 



lie Phe Leu Thr Lys Lys Gly Arg Arg Phe Cys Ala Asn Pro Ser Asp 
50 55 60 



Lys Gin Val Gin Val Cys Met Arg Met Leu Lys Leu Asp Thr Arg lie 
65 70 75 80 



Lys Thr Arg Lys Asn 
85 



23 



